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In the absence of tryptophan, the trp repressor dissociates
from the operator, and RNA synthesis proceeds.

promoter operator trpE | trpD | trpC | trpB | trpA
RNA polymerase >
repressor

When tryptophan is present, the trp repressor binds
the operator, and RNA synthesis is blocked.

promoter operator |trpE troD | trpC | trpB | trpA

RNA polymerase &> repreSSOr,_ tryptophan
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