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Transporter Tissue(s) where expressed Gene Role*

GLUT1 Ubiquitous SLC2A1 Basal glucose uptake

GLUT2 Liver, pancreatic islets, intestine SLC2A2 In liver, removal of excess glucose from blood;
in pancreas, regulation of insulin release

GLUT3 Brain (neuronal) SLCRA3 Basal glucose uptake

GLUT4 Muscle, fat, heart SLC2A% Activity increased by insulin

GLUTS Intestine, testis, kidney, sperm SLC2AS Primarily fructose transport

GLUT6 Spleen, leukocytes, brain SLCRA6 Possibly no transporter function

GLUTT Liver microsomes SLCRA7 —

GLUT8 Testis, blastocyst, brain SLC2AS —

GLUT9 Liver, kidney SLC2A9 —

GLUT10 Liver, pancreas SLCR2AI0  —

GLUT11 Heart, skeletal muscle SLCRAII —

GLUT12 Skeletal muscle, adipose, small intestine SLC2A12 —
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A SEMINAL VESICLES
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